IEFRsR (2026 £ 5 A 22 HIR#A)
NERFRERMBETE 3 i)

COEK, LREEEEZCBATREELTHYNESITE L Fi,

LTOEMICBELTRYABHYELI=DOT, CIITETIES EBITRBFEUVBLEITET,

B R 1E
=i X BRIEH A SRSN)—tE—T7~« A SRSKN)—tE—T7~«
R 6 b. NAAEF2)T« b. NAAtE—TFT~«
6| & 2ECT DEEHE NADH(ZEF /> L& H4—1) NADH:AE X/ L& H4—t
8| BETMS 16 1T BRZMHEAM AR Z A
10| H11T double standard RNA (dsRNA 7H3) double stranded RNA (dsRNA)HY
25 | E M5 247H (FXYFR.T7ITI) (FXB YF.TITI)
29 | BETHS 134T B4 M & 1 A Ll A
48 | /3 VMILR%E KE FRAIWRZIDAILA KEFTKBEIAILA
50 | B T™M5 18 1T telangietasia telangiectasia
73 6 LE CqG 71k CpG 7A4Zk
84 | £61T fth 5> %5 20%
85 | & 24 17H DNA B & DNA ¥ D
100 | £ 18 1T FEEAX FEEAR
117 | &£ 28 17 SolLid: SBH:
118 | &1 Seaquencing (3MFT) Sequencing
130 | & 2517 g EER S
137 =1 NEEREE NFREE
REMHABILERE RELERE
148 | A TH 10 1T JIS Q 3100 JIS Q 31000
52| D TAS 151647 EETRE O EETRERE
ETho 2147
211 15 £t ¥ZH) DNA 1289 RNA
211 15 8F A A5 DNA ZA$H DNA
258 |5 TH5104TH REDIEE G REDIEEAFIXG
285 | R 1 NEFTHS 41T | R EBABHRITE Ik R B MRERRITTE
296 | &£ 20 1T PKD1 PKHD1
296 | HEMD 41TH WAL RMERE H - EAREER L H -
298 | £ kA5 2597H EE s FEMD
300 | LMD 124TH m.8933T>C m.8993T>C
306 | ETHB 154TH 89 Fary 87 Fary
308 ATHB 134T XY EIEF XY /K
315 | X1 a] A% A
316 | &2 N Al A A
373 | & 1 SYY:: 858X SYT:: 85X




